for indicated times and cAMP levels were determined using the cAMP Glo assay as in (a) (n ≥ 3, mean ± SEM).
Supplemental Figure S4
Co-localization analysis of TPC1-Tomato with ML1N*2-EGFP. The examples reflect the non-uniform distribution of the PtdIns(3,5)P 2 probe ranging from cells with a broad to a more punctate PtdIns(3,5)P 2 probe staining. Cells with a broad and more ramified pattern of the PtdIns(3,5)P 2 probe showed a high degree of co-localization, whereas cells that showed a more punctate PtdIns(3,5)P 2 probe staining demonstrated a low co-localization with TPC1. 
Supplemental Table S1
Proteins consistently and specifically co-purified with anti-TPC1 a and b (related to Fig.   4C , see also Methods). Columns (from left to right) indicate UniProtKB/Swiss-Prot identifier, protein name, database accession, number of MS/MS-assigned spectra in the anti-TPC1a or TPC1b APs from mouse wildtype and TPC1 knockout kidney membranes, and functional classification based on UniProtKB/Swiss-Prot. Grey numbers in brackets denote the number of assigned LC-MS features when no MS/MS spectrum was identified for the respective protein/AP dataset.
